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WSU NGS Facility Metagenomic Primer Sets
Bacterial Primers (16S)
341 Forward and 805 Reverse
amplifying 16S variable regions v3 and v4
341F – 5’ CCTACGGGNGGCWGCAG
805R – 5’ GACTACHVGGGTATCTAATCC

27 Forward and 519 Reverse
amplifying 16S variable regions v1 and v2
27F – 5’ AGAGTTTGATCMTGGCTCAG
519R – 5’ GWATTACCGCGGCKGCTG

515 Forward and 806 Reverse
amplifying 16S variable region v4
515F – 5’ GTGCCAGCMGCCGCGGTAA
806R – 5’ GGACTACHVGGGTWTCTAAT
799 Forward and 1193 Reverse
amplifying 16S variable region v4 and v5
799F – 5’ AACMGGATTAGATACCCKG
1193R – 5’ ACGTCATCCCCACCTTCC
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Fungal Primers (ITS)
fITS7 Forward and ITS4 Reverse
amplifying ITS2
fITS7 – 5’ GTGARTCATCGAATCTTTG
ITS4 – 5’ TCCTCCGCTTATTGATATGC

ITS1oo Forward and ITS4 Reverse
amplifying ITS1 and 2
ITS1oo FWD – 5’ GGAAGGATCATTACCACA
ITS4 – 5’ TCCTCCGCTTATTGATATGC
ITS1f Forward and ITS2 Reverse
amplifying ITS1
[bookmark: its]ITS1f – 5’ CTTGGTCATTTAGAGGAAGTAA
ITS2 – 5’ GCTGCGTTCTTCATCGATGC
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Protist Primers (18S)
18S forward (Euk_1391f forward primer) and 18S (EukBr reverse primer) reverse
amplifying SSU rRNA gene V9 hypervariable region
· 18Sf (Euk_1391f) – 5’ GTACACACCGCCCGTC
· 18Sr (EukBr reverse) – 5’ TGATCCTTCTGCAGGTTCACCTAC



[bookmark: _GoBack]\\ad.uws.edu.au\dfshare\ngs\protocols and templates\sequencing protocols\miseq\primer sets\20191009_wsu ngs facility metagenomic primer sets.docx
Last update: 11/10/2019
image1.jpg
0 100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 bp
v v2 v3 v4 V5 V6 v7 vs Vo

CONSERVED REGIONS: unspecific applications
VARIABLE REGIONS: group or species-specific applications
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