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Abstract
The development of robust and efficient algorithms for non-Fourier spectral reconstructions have enabled
dramatic changes in the way multidimensional NMR (and MRI) experiments are performed, yielding
dramatic time savings as well as improvements in resolution and sensitivity. With non-Fourier methods,
data can be collected at essentially arbitrary intervals, instead of the uniform intervals required by the
discrete Fourier transform. In addition to describing these developments and ongoing research, I describe
the development of the NMRbox platform that grew out of frustrating early efforts to promulgate nonFourier methods. I conclude with broader remarks about the impact of computation in NMR structural
biology, the burgeoning role of machine learning, and the implications for science – and scientists.
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